
phBC6A51
P35
Barnyard
PLot
PBI1
ES18
RTP

JK06
T1

TLS
phi CD119EJ-1

KC5a
phiC2A006PhiNIH1.1315.4MM1BCJA1cA118A500phig1eLL-Hphi-C31

phi-BT1
phiHSIC

Xp15KS7

5

SETP3

M
6PA73BcepG

om
r

2389m
u1/6

phBC
6A52

bIL285

G
BSV1

bacteriophage bv1

phiS
M

101

G
eobacillus virus E

2

phi3626

phi-105

Fah

W
 B

eta

G
am

m
a

C
herry

315.1

phi3396

B
025

2638A

77phiN
315ph

iN
M

3
2

ph
i a

dh

P
33

5

bI
L2

86

B
K

5-
T

S
fi2

1

72
01D
T1

S
fi1

9

bI
L3

09

Lc
-N

u

ph
i A

T3

tp
31

0-
247

ph
i 1

242
e

ph
iS

LT3A

A231
5.

2

tp
31

0-
1PV

L

ph
iP

V83ph
i 1

3

ph
iP

VL-
10

8

tp3
10

-311
b

VP27ST64BPY54phiKO2OP1Xp10Xop411

3

D3HK97HK022phi 4795Bcep176phi1026bphiE125phi644-2
**** N

C_013648 ****
Lj965

phiJL-1
ul36

Lj928
2972

O1205
Sfi11

315.5
SPP1

96

phiETA3

CNPH82

PH15

X2

71

88

1 92

phi ETA

55

29

52A

37

ROSA

EW

315.6

Tuc2009

TP901-1

SMP

187

85

phiETA2

53

80alpha

phi 11

69
phiNM

BcepNazgul
cdtI

lam
bda

6

N15
VH

M
L

VP882
Bxb1

Bethlehem
U

2
Bxz2

C
he12
D

29
L5

W
ildcat

G
iles

V
W

B

10

M
in1

PA
6

C
he9d
S

M
1

315.3
r1t

phi LC
3

TM
4 H

al
o

B
J1

ph
iA

sp
2

C
oo

pe
r

P
G

1
O

rio
n

P
ip

ef
is

h
R

os
eb

us
h

Q
yr

zu
la

T5 B
FK

20
C

he
8

4

P
M

C
Ll

ij
C

JW
1

24
4

O
m

eg
a

C
he

9c
Co

rn
do

g
ph

i-M
ha

A1
-P

HL
10

1

L-
41

3C
W

Ph
i

P2
18

6
PSP3

ph
i C

TX

RSA1

9

ph
iE20

2

F108

HP1

HP2

K139

phiO18P

Mu

D3112

DMS3

Phage MP22

8

B3

BcepMu

phiE255

Felix 01

B054

Aaphi23

OP2

Bcep781

Bcep43
7

Bcep1

BcepNY3

BcepB1A

BcepF1

F8

0.28


